Haugum, L. T. Brandal, and B.-A. Lindstedt, unpublished data).
Interestingly, the SF O157 strain isolated in the present study carried stx 1 subtype stx 1a , which was not previously described in SF O157. Additionally, we showed that stx 1 was expressed. This might indicate that stx-negative SF O157 has the ability to transduce not only stx 2-EDL933 -carrying bacteriophages but also bacteriophages carrying stx 1a . Similar findings have been reported for EHEC-LST strain O26:H11/H Ϫ (2). Furthermore, the SF O157 strain described here was compared with an SF O157 outbreak strain from a Norwegian outbreak in 2009 that affected 13 children, nine of whom developed HUS and one of whom died (11) . Apart from the stx status, the virulence profiles of these two SF O157 isolates were identical (Table 1) . Another novel finding in both isolates was the presence of nleB and StcE, neither of which has previously been described in SF O157 (1, 3, 5) . It should be noted, however, that nleB is colocalized with efa1, sen, and pagC on the pathogenic O island 122 (OI122) and that the three latter genes have formerly been detected in SF O157 (1). Interestingly, both MLVA methods showed that the stx 1a -positive SF O157 strain and the outbreak strain from 2009 were different (Table 1) .
To our knowledge, this is the first report showing stx 1 (subtype stx 1a ) in SF O157. 
